Protein sequences of the used adaptor proteins
Periplasmid signal sequences are underlined with dashed lines, His-tag with straight lines For KD determination, the data points were fitted to a binding isotherm. Measurements were performed in 15 mM Tris, 150 mM NaCl, pH 7.5 applying -80 mV to the trans side and sampling at 10 kHz with a 2 kHz Bessel filter. For figure preparation, all traces were additionally filtered with a 100 Hz Gaussian filter. Protein and ligand were added to the cis side of the pore. The error bars represent the standard error of the mean for at least three experiments. . Measurements were performed in 15 mM Tris, 150 mM NaCl, pH 7.5 applying -70 mV to the trans side and sampling at 10 kHz with a 2 kHz Bessel filter. For figure preparation, all traces were additionally filtered with a 100 Hz Gaussian filter. Protein and ligand were added to the cis side of the pore. KD was taken from literature (see Table 1 ). . Measurements were performed in 15 mM Tris, 150 mM NaCl, pH 7.5 applying -70 mV to the trans side and sampling at 10 kHz with a 2 kHz Bessel filter. For figure preparation, all traces were additionally filtered with a 100 Hz Gaussian filter. Protein and ligand were added to the cis side of the pore. KD was taken from literature (see Table 1 ). 
